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Figure S1. Superposition of bis-adduct (brown) and atomic resolution structure of HEWL (PDB code 2VB1, yellow).
A B Figure S2 . Details of the comparison of the HEWL structure in the bis-adduct (brown) and in the and atomic resolution structure (yellow, PDB code 2VB1). Major differences are observed at the end of helix constituted by residues 88-101 and in the loop regions corresponding to residues 44-51 and 69-73. These structural variations are probably related to the differences in the position of nitrate ions on the protein surface. 
